[A new method for estimating the C-->T transition rate in methylation sites of Helicobacter pylori].
A high-throughput method based on the minisequencing reaction followed by MALDI-TOF mass spectrometry has been developed for detecting C-->T transitions in 291 methylation sites of M.Hpy99XI Helicobacter pylori J99. The study has shown an absolute (100%) accuracy of the new method.